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<160> 8 

<170> Patentln version 3.0 

<210> 1 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR Primer 

<400> 1 

ccgctcgaga tgcttcaaca atttacattg tta 33 



<210> 2 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR Primer 

<400> 2 

ccgctcgagt cactaaatga acaaggacaa ta 32 



<210> 


3 


<211> 


31 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


PCR Primer 


<400> 


3 



cgggatccag atgcttcaac aatttacatt g 31 



<210> 4 

<211> 31 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR Primer 

<400> 4 



cgggatcctc actaaatgaa caaggacaat a 



<210> 5 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR Primer 

<400> 5 

ccgtttatac catccaaatc 



<210> 6 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR Primer 

<400> 6 

ctacatcctc caatgatata ac 



<210> 7 

<211> 3786 

<212> DNA 

<213> Candida albicans 



<400> 7 

atgcttcaac aatttacatt gttattccta tatttgtcaa ttgcaagtgc aaagacaatc 
actggtgttt ttgatagttt taattcatta acttggtcca atgctgctaa ttatgctttc 
aaagggccag gatacccaac ttggaatgct gttttgggtt ggtccttaga tggtaccagt 
gccaatccag gggatacatt cacattgaat atgccatgtg tgtttaaata tactacttca 
caaacatctg ttgatttaac tgccgatggt gttaaatatg ctacttgtca attttattct 
ggtgaagaat tcacaacttt ttctacatta acatgtactg tgaacgacgc tttgaaatca 
tccattaagg catttggtac agttacttta ccaattgcat tcaatgttgg tggaacaggt 
tcatcaactg atttggaaga ttctaaatgt tttactgctg gtaccaatac agtcacattt 
aatgatggtg ataaagatat ctcaattgat gttgagtttg aaaagtcaac cgttgatcca 
agtgcatatt tgtatgcttc cagagttatg ccaagtctca ataaggtcac aactcttttt 
gtggcaccac aatgtgaaaa tggttacaca tctggtacaa tggggttctc cagtagtaac 
ggtgacgttg ctattgattg ctcaaatatt catattggta tcacaaaagg attaaatgat 
tggaattatc cggtttcatc tgaatcattt agttacacta aaacttgtac atctaatgga 
attcagatta aatatcaaaa tgtacctgct ggttatcgtc catttattga tgcttatatt 




tctgctacag 


atgttaacca 


atatacttta 


gcatatacca 


atgattatac 


ttgtgctggc 


900 


agtcgtctgc 


aaagtaaacc 


tttcacttta 


agatggactg 


gatacaagaa 


tagtgatgcc 


960 


ggatctaacg 


gtattgtcat 


tgttgctaca 


actagaacag 


ttacagacag 


taccactgct 


1020 


gtcactactt 


taccattcaa 


tccaagtgtt 


gataaaacca 


aaacaatcga 


aattttgcaa 


1080 


cctattccaa 


ccactaccat 


cacaacttca 


tatgttggtg 


tgactacttc 


ctatctgact 


1140 


aagactgcac 


caattggtga 


aacagctact 


gttattgttg 


atgtgccata 


tcatactacc 


1200 


acaactgtta 


ccagtgaatg 


gacaggaaca 


atcactacca 


ccacaactcg 


taccaatcca 


1260 


actgattcaa 


ttgacacagt 


ggtggtacaa 


gttccactgc 


caaatccaac 


tgttagtact 


1320 


actgaatatt 


ggtctcagtc 


ctttgctaca 


accactacag 


ttactgctcc 


tccaggtggt 


1380 


accgatactg 


tgattatcag 


agagccacca 


aaccatactg 


tcactactac 


tgaatattgg 


1440 


tcacaatcct 


ttgctactac 


tactactgtt 


actgctcctc. 


caggtggtac 


tgactcagta 


1500 


attatcagag 


aaccaccaaa 


tccaactgtc 


actacaaccg 


agtattggtc 


tcaatccttt 


1560 


gctactacta 


ctacagttac 


tgctcctcca 


ggtggtactg 


actcagtaat 


tatcagagaa 


1620 


cctccaaacc 


caactgtcac 


caccactgaa 


tattggtccc 


aatcttacgc 


aaccacaact 


1680 


actgtgactg 


ctcctccagg 


aggcactgac 


tcagtaatta 


tcagagaacc 


accaaaccac 


1740 


actgtcacta 


ctactgaata 


ctggtcacaa 


tcatatgcca 


ccactaccac 


tgtaactgca 


1800 


ccaccaggtg 


gtactgacac 


tgttatcatt 


agagagccac 


caaaccacac 


tgtcactact 


1860 


actgagtatt 


ggtctcaatc 


gtttgctact 


accacaactg 


taactggtcc 


accaagtggc 


1920 


actgatactg 


ttatcattag 


ggaaccacca 


aacccaactg 


tcaccactac 


tgaatactgg 


1980 


tctcaatcat 


atgcaaccac 


tactaccatt 


accgctccac 


ctggtgaaac 


tgataccgtt 


2040 


cttatcagag 


agccaccaaa 


ccatactgtc 


actactactg 


aatactggtc 


tcaatcatat 


2100 


gctacaacca 


ccactgttac 


tgcaccacct 


ggtgaaaccg 


ataccgttct 


tatcagagag 


2160 


ccaccaaacc 


atactgtcac 


tactactgaa 


tactggtctc 


aatcatatgc 


tacaaccacc 


2220 


actgttactg 


caccaccagg 


tggtaccgat 


actgttatca 


ttagagagcc 


accaaatcca 


2280 


acagttacta 


ctactgaata 


ttggtcacaa 


tcatttgcca 


caaccaccac 


agttactgct 


2340 


cctccaggtg 


gtactgacac 


tgtgattatc 


tatgaaagca 


tgtcaagttc 


aaagatttct 


2400 


acatcctcca 


atgatataac 


cagtatcatt 


ccatcatttt 


cccgtcctca 


ttatgtcaac 


2460 


agcacaacct 


ccgatttgtc 


aacatttgaa 


tcttcatcca 


tgaatactcc 


tacttctatc 


2520 


agtagtgatg 


gtatgttgtt 


gtcttctaca 


actttggtta 


ctgaatcaga 


aacaactaca 


2580 


gaactgattt 


gcagtgatgg 


taaagagtgt 


tctagattgt 


ccagttcttc 


tggtattgtc 


2640 


acaaatccag 


atagcaatga 


atcctcaatc 


gtaactagta 


ctgttcctac 


tgcaagtaca 


2700 



atgtctgatt 


cactttcttc 


aactgatggt 


attagtgcta 


catcttctga 


taatgctcca 


£. / D U 


aaatcaggag 


tatcagttac 


aaccgaaact 


tctgttacaa 


c tat tcaaac 


t ac tccaaac 


noon 


ccattatcat 


cttcagtgac 


atcattgact 


cagttgtctt 


caattccaag 


4— ~\ y-w —\ ^ 

CgtLLCdyad 


"? ft ft fi 


agtgaaagta 


aagttacatt 


tacaagcaat 


ggagacaacc 


aaagtggtac 


tcacgactCa 


o q a n 


caatctactt 


ccactgaaat 


tgaaattgca 


acaaccagtt 


ctactaaagt 


t t taccacct 


7 n nn 

jUUU 


gtcgtttctt 


ctaatactga 


tttgactagt 


gaaccaacaa 


ataccagaga 


/"I ^ /«i f-h ^ ^ t~ 

dCddCCaaCL 


JUOU 


acattatcaa 


ctacttcaaa 


ctccatcact 


gaagatatca 


ccacatctca 


acctacaggt 




gataatggag 


acaatacttc 


atcaaccaat 


ccagttccaa 


ctgtggcaac 


aagtacttta 




gcatctgcaa 


gtgaagaaga 


caacaaaagc 


*w a* 4— 4~ a. 4- >-* a 4— ^» 

ggttctcatg 


aatcagcatc 


cacaagtttg 


o z 4 U 


aaaccaagta 


tgggtgaaaa 


ttctggatta 


actacttcta 


ctgaaattga 


agctacaaca 


"2 7 n n 


accagtccta 


cagaagctcc 


atcacctgct 


gtttcttctg 


gtactgatgt 


aactactgaa 


3360 


ccaactgata 


ctagagaaca 


acctactaca 


ttatcaacta 


cttcaaaaac 


aaacagtgaa 


3420 


ctggttgcta 


ctacacaagc 


tactaatgaa 


aatggtggta 


aatctccatc 


aactgattta 


3480 


acatcaagct 


tgacaacagg 


cacctcagca 


tctacaagtg 


ctaatagcga 


acttgttact 


3540 


agtggatctg 


ttactggtgg 


agctgttgcc 


agtgcttcaa' 


atgatcaatc 


acattctact 


3600 


tctgttacca 


acagcaacag 


cattgtatct 


aataccccac 


aaactacatt 


gagtcaacaa 


3660 


gttacctcat 


cctcaccttc 


aaccaacaca 


ttcattgctt 


ctacatacga 


tggctctggt 


3720 


tctattatcc 


aacattctac 


ttggttgtac 


ggtttgatca 


cattattgtc 


cttgttcatt 


3780 



tagtga 3786 

<210> 8 
<211> 1260 
<212> PRT 

<213> Candida albicans 
<400> 8 

Met Leu Gin Gin Phe Thr Leu Leu Phe Leu Tyr Leu Ser lie Ala Ser 
15 10 15 

Ala Lys Thr lie Thr Gly Val Phe Asp Ser Phe Asn Ser Leu Thr Trp 
20 25 30 

Ser Asn Ala Ala Asn Tyr Ala Phe Lys Gly Pro Gly Tyr Pro Thr Trp 
35 40 45 

Asn Ala Val Leu Gly Trp Ser Leu Asp Gly Thr Ser Ala Asn Pro Gly 
50 55 60 

Asp Thr Phe Thr Leu Asn Met Pro Cys Val Phe Lys Tyr Thr Thr Ser 
65 70 75 80 



Gin Thr Ser Val 



Gin Phe Tyr Ser 
100 

Thr Val Asn Asp 
115 

Thr Leu Pro lie 
130 

Leu Glu Asp Ser 
145 

Asn Asp Gly Asp 



Thr Val Asp Pro 
180 

Leu Asn Lys Val 
195 

Tyr Thr Ser Gly 
210 

lie Asp Cys Ser 
225 

Trp Asn Tyr Pro 



Thr Ser Asn Gly 
260 

Arg Pro Phe lie 
275 

Thr Leu Ala Tyr 
290 

Ser Lys Pro Phe 
305 

Gly Ser Asn Gly 



Ser Thr Thr Ala 
340 

Thr Lys Thr lie 
355 

Thr Ser Tyr Val 
370 

lie Gly Glu Thr 
3 85 



Asp Leu Thr 
85 

Gly Glu Glu 

Ala Leu. Lys 

Ala Phe Asn 
135 

Lys Cys Phe 
150 

Lys Asp lie 
165 

Ser Ala Tyr 
Thr Thr Leu 



Ala Asp 

Phe Thr 
105 

Ser Ser 
120 

Val Gly 
Thr Ala 
Ser He 



Leu Tyr 
185 

Phe Val 
200 



Gly Val Lys Tyr 
90 

Thr Phe Ser Thr 



He Lys 
Gly Thr 



Gly Thr 
155 

Asp Val 
170 



Ala Phe 
12 5 

Gly Ser 
140 

Asn Thr 



Glu Phe 



Ala Ser Arg Val 



Ala Pro 



Thr Met Gly 
215 

Asn He His 
230 

Val Ser Ser 
245 

He Gin He 



Asp Ala Tyr 

Thr Asn Asp 
295 

Thr Leu Arg 
310 

He Val He 
325 

Val Thr Thr 
Glu He Leu 



Gly Val Thr 
375 

Ala Thr Val 
390 



Phe Ser Ser Ser 



Gin Cys 
205 

Asn Gly 
220 



He Gly 
Glu Ser 



Lys Tyr 
265 

He Ser 
280 



He Thr 
235 



Lys Gly 
Tyr Thr 
Gin Asn Val Pro 



Phe Ser 
250 



Ala Thr 



Tyr Thr Cys Ala 
Trp Thr 
Val Ala 



Gly Tyr 
315 



Thr Thr 
330 



Asp Val 
285 

Gly Ser 
300 

Lys Asn 
Arg Thr 



Leu Pro 
345 

Gin Pro 
360 



Phe Asn Pro Ser 



lie Pro 



Thr Ser Tyr Leu 



He Val 



Asp Val 
395 



Thr Thr 
365 

Thr Lys 
380 

Pro Tyr 



Ala Thr Cys 
95 

Leu Thr Cys 
110 

Gly Thr Val 

Ser Thr Asp 

Val Thr Phe 
160 

Glu Lys Ser 
175 

Met Pro Ser 
190 

Glu Asn Gly 

Asp Val Ala 

Leu Asn Asp 
240 

Lys Thr ' Cys 
255 

Ala Gly Tyr 
270 

Asn Gin Tyr 
Arg Leu Gin 



Ser Asp Ala 
320 

Val Thr Asp 
335 

Val Asp Lys 
350 

Thr He Thr 



Thr Ala Pro 



His Thr Thr 
400 



Thr Thr Val Thr Ser Glu Trp Thr Gly Thr He Thr Thr Thr Thr Thr 
405 410 415 

Arg Thr Asn Pro Thr Asp Ser He Asp Thr Val Val Val Gin Val Pro 
420 425 430 

Leu Pro Asn Pro Thr Val Ser Thr Thr Glu Tyr Trp Ser Gin Ser Phe 
435 440 445 

Ala Thr Thr Thr Thr Val Thr Ala Pro Pro Gly Gly Thr Asp Thr Val 
450 455 460 

He He Arg Glu Pro Pro Asn His Thr Val Thr Thr Thr Glu Tyr Trp 
465 470 475 480 

Ser Gin Ser Phe Ala Thr Thr Thr Thr Val Thr Ala Pro Pro Gly Gly 
485 490 495 

Thr Asp Ser Val He He Arg Glu Pro Pro Asn Pro Thr Val Thr Thr 
500 505 510 

Thr Glu Tyr Trp Ser Gin Ser Phe Ala Thr Thr Thr Thr Val Thr Ala 
515 520 525 

Pro Pro Gly Gly Thr Asp Ser Val lie He Arg Glu Pro Pro Asn Pro 
530 535 540 

Thr Val Thr Thr Thr Glu Tyr Trp Ser Gin Ser Tyr Ala Thr Thr Thr 
545 550 555 560 

Thr Val Thr Ala Pro Pro Gly Gly Thr Asp . Ser Val He He Arg Glu 
565 570 575 

Pro Pro Asn His Thr Val Thr Thr Thr Glu Tyr Trp Ser Gin Ser Tyr 
580 585 590 

Ala Thr Thr Thr Thr Val Thr Ala Pro Pro Gly Gly Thr Asp Thr Val 
595 600 605 

He He Arg Glu Pro Pro Asn His Thr Val Thr Thr Thr Glu Tyr Trp 
610 615 620 

Ser Gin Ser Phe Ala Thr Thr Thr Thr Val Thr Gly Pro Pro Ser Gly 
625 630 635 640 

Thr Asp Thr Val lie He Arg Glu Pro Pro Asn Pro Thr Val Thr Thr 
645 650 655 

Thr Glu Tyr Trp Ser Gin Ser Tyr Ala Thr Thr Thr Thr He Thr Ala 
660 665 670 

Pro Pro Gly Glu Thr Asp Thr Val Leu He Arg Glu Pro Pro Asn His 
675 680 685 

Thr Val Thr Thr Thr Glu Tyr Trp Ser Gin Ser Tyr Ala Thr Thr Thr 
690 695 700 

Thr Val Thr Ala Pro Pro Gly Glu Thr Asp Thr Val Leu He Arg Glu 
705 710 715 720 



Pro Pro Asn His Thr Val Thr Thr Thr Glu Tyr Trp Ser Gin Ser Tyr 



725 



730 



735 



Ala Thr Thr Thr Thr Val Thr Ala Pro Pro Gly Gly Thr Asp Thr Val 
740 745 750 

lie lie Arg Glu Pro Pro Asn Pro Thr Val Thr Thr Thr Glu Tyr Trp 
755 760 765 



Ser Gin Ser Phe Ala Thr Thr Thr Thr Val Thr Ala Pro Pro Gly Gly 

770 775 780 

Thr Asp Thr Val He He Tyr Glu Ser Met Ser Ser Ser Lys He Ser 

785 790 795 800 

Thr Ser Ser Asn Asp He Thr Ser He He Pro Ser Phe Ser Arg Pro 

805 810 815 



His Tyr Val Asn Ser Thr Thr Ser 
820 

Ser Met Asn Thr Pro Thr Ser He 

835 840 

Ser Thr Thr Leu Val Thr Glu Ser 
850 855 

Ser Asp Gly Lys Glu Cys Ser Arg 
865 870 

Thr Asn Pro Asp Ser Asn Glu Ser 
885 

Thr Ala Ser Thr Met Ser Asp Ser 
900 



Asp Leu Ser Thr Phe Glu Ser Ser 
825 830 

Ser Ser Asp Gly Met Leu Leu Ser 
845 

Glu Thr Thr Thr Glu Leu He Cys 
860 

Leu Ser Ser Ser Ser Gly He Val 
875 880 

Ser He Val Thr Ser Thr Val Pro 
890 895 

Leu Ser Ser Thr Asp Gly He Ser 
905 910 



Ala Thr Ser Ser Asp Asn Val Ser Lys Ser Gly Val Ser Val Thr Thr 
915 920 925 

Glu Thr Ser Val Thr Thr He Gin Thr Thr Pro Asn Pro Leu Ser Ser 
930 935 940 

Ser Val Thr Ser Leu Thr Gin Leu Ser Ser He Pro Ser Val Ser Glu 
945 950 955 960 

Ser Glu Ser Lys Val Thr Phe Thr Ser Asn Gly Asp Asn Gin Ser Gly 
965 970 975 

Thr His Asp Ser Gin Ser Thr Ser Thr Glu He Glu He Val Thr Thr 
980 985 990 

Ser Ser Thr Lys Val Leu Pro Pro Val Val Ser Ser Asn Thr Asp Leu 
995 1000 1005 

Thr Ser Glu Pro Thr Asn Thr Arg Glu Gin Pro Thr Thr Leu Ser 
1010 1015 1020 

Thr Thr Ser Asn Ser He Thr Glu Asp He Thr Thr Ser Gin Pro 
1025 1030 1035 



Thr Gly Asp Asn Gly Asp Asn Thr Ser Ser Thr Asn Pro Val Pro 
1040 1045 1050 



Thr Val Ala Thr Ser Thr Leu Ala Ser Ala Ser Glu Glu Asp Asn 
1055 1060 1065 



Lys Ser Gly Ser His Glu Ser Ala Ser Thr Ser Leu Lys Pro Ser 
1070 1075 1080 

Met Gly Glu Asn Ser Gly Leu Thr Thr Ser Thr Glu He Glu Ala 
1085 1090 1095 

Thr Thr Thr Ser Pro Thr Glu Ala Pro Ser Pro Ala Val Ser Ser 
1100 1105 1110 

Gly Thr Asp Val Thr Thr Glu Pro Thr Asp Thr Arg Glu Gin Pro 
1115 1120 1125 

Thr Thr Leu Ser Thr Thr Ser Lys Thr Asn Ser Glu Leu Val Ala 
1130 1135 1140 

Thr Thr Gin Ala Thr Asn Glu Asn Gly Gly Lys Ser Pro Ser Thr 
1145 1150 1155 

Asp Leu Thr Ser Ser Leu Thr Thr Gly Thr Ser Ala Ser Thr Ser 
1160 1165 1170 

Ala Asn Ser Glu Leu Val Thr Ser Gly Ser Val Thr Gly Gly Ala 
1175 1180 1185 

Val Ala Ser Ala Ser Asn Asp Gin Ser His Ser Thr Ser Val Thr 
1190 1195 1200 

Asn Ser Asn Ser He Val Ser Asn Thr Pro Gin Thr Thr Leu Ser 
1205 1210 1215 

Gin Gin Val Thr Ser Ser Ser Pro Ser Thr Asn Thr Phe He Ala 
1220 1225 1230 

Ser Thr Tyr Asp Gly Ser Gly Ser He lie Gin His Ser Thr Trp 
1235 1240 1245 



Leu Tyr Gly Leu lie Thr Leu Leu Ser Leu Phe He 
1250 1255 1260 



